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FIGURE 1 | Distinct areas of hyper- and hypomethylation in the

whole-genome methylome plot of IA3902. Distribution plots of all
motifs are combined per 1 kb across the genome. Gray arrows
indicate hypermethylated areas, which have methylation frequencies

of at least 45 and higher. Asterisks indicate major hypomethylated
regions, which contain several adjacent bins with methylation
frequencies of 4 or less. Black arrows indicate origin of replication
(oriC) sites.

FIGURE 2 | Circos plot displaying the distributions of each motif across the genome of IA3902.

distinguishing aspects of each strain’s methylome density plot
revealed otherwise.

The density distributions of all motifs were evaluated across
the genomes of each of the three C. jejuni strains, shown in
Figures 1–4. The density distributions of each motif across the
genome of IA3902 is shown in Figure 2. The plots showed a gen-
eral even distribution of all methylation motifs across the genome
except for several distinct regions of hyper- and hypo-frequency
of methylation motifs. For ease of description, these regions are
called hyper- and hypomethylated regions. Genes in a bin with
methylation motif frequency values greater than the mean fre-
quency plus three times the standard deviation were deemed
hypermethylated genes. The mean frequency values for IA3902,

11168, and 81-176 were 20.15, 18.62, and 18.12, respectively. The
standard deviation values were 8.39, 7.55, and 7.92, respectively.
Thus, genes would be considered hypermethylated if the num-
ber of methylation motifs within these genes (motif frequencies)
were greater than 45 (IA3902) or 41 (11168 and 81-176). Genes
in a bin with methylation motif frequency values of four or less
were considered hypomethylated genes.

MAJOR HYPOMETHYLATED REGIONS
Observation of the plots in Figures 1, 3, 4 revealed the presence
of three defined hypomethylated regions within the genome of
each strain. These regions were considered major hypomethy-
lated areas since they contained multiple adjacent bins that were
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