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Figure C.15: Parallel coordinate plots of the 125 DEGs after hiearchical clustering of size four
between the \resistance" candidate genes. Here \N" represents non-infected control group, \V"
represents treatment of virus, \C" represents high-quality Chestnut diet, and \R" represents
low-quality Rockrose diet. The vertical red line indicates the distinction between treatment
groups. We see there is considerable noise in the data (non-level replicate values), but that the
general patterns of the DEGs follow what we expect based on our \resistance" contrasts.


